[Study on HIV DNA of epidemic HIV-1 strains].
To study the characteristics of variation of HIV DNA in prevalent HIV-1 strains. HIV DNA, extracted from peripheral blood mononuclear cell(PBMC) in 63 patients infected with HIV, was investigated by reverse-transcript PCR (RT-PCR), Long-Distance PCR(LD-PCR), molecular cloning hybridization and sequencing, respectively. The subtypes were identified in 57 samples. Subtype B was identified in 43 cases, subtype C in 5 and subtype E in 9. It was found that both full-length and defective HIV DNA in 31 out of 57 cases, defective HIV DNA in 19 cases and full-length HIV DNA in 7 cases. The deleted regions of genome were from 71 to 7,759 nucleotides. The variation of gene segments of HIV DNA plays an important role in the infection and epidemic of HIV.